Abstract
Experimental details
The structure was solved by direct methods and refined with the SHELX crystallographic software package [2] . The hydrogen atoms were placed at calculated positions and refined as riding atoms with constrained isotropic displacement parameters.
Comment
Quinazoline derivatives have attracted much attention due to their wide variety of pharmacological activities [3] [4] [5] . Our previous work report the structures of several 2,3-dihydro-2-thioxoquinazolin-4(1H)-ones [6] [7] [8] . As part of our continuous work, the structure of the title compound 3-(2-diethylaminoethyl)-2,3-dihydro-2-thioxoquinazolin-4(1H)-one is presented in this contribution.
In the title structure (cf. the figure) the bond lengths are comparable with those found in our previous work [6] [7] [8] , and others [9, 10] . In the crystal, classical intermolecular N-H· · · N hydrogen bonds link the molecules into one dimentional chain along c axis.
